Introduction: Japanese encephalitis virus (JEV), in the genus Flavivirus, family 30 Flaviviridae, is the leading cause of viral encephalitis in the Asian-Pacific region. JEV 31 has a wide range of vector hosts, including mosquitoes, swine, and wading birds. Culex 32 species, especially Culex tritaeniorhynchus, are the main vectors for JEV transmission.
shifted from G3 to G1 since the 1990s [20] . The distribution of G1 is widespread and 98 has diffused significantly faster between regions than G3 [21] . During 2002 During -2004 and G3 co-circulated according to JEV surveillance of mosquitoes in China [22] . 100 Previous studies have shown that JEV G1 was the youngest genotype [20, 23] . In this 101 study, we used a rapid, specific, and sensitive TaqMan real-time RT-PCR assay to were previously stored at -80°C. and Shaanxi in 2012 were above 15%; the others were less than 10% (Table 1) . 189 The results indicated that the infection rate of mosquitoes in China by JEV G1 has China. In addition, two target fragment sequences of G3 were not obtained due to their 230 high Ct values with qPCR amplification.
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Although the mosquitoes in this study were found in a wide range of geographical 
